Key indicators: single-crystal X-ray study; T = 115 K; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.146; data-to-parameter ratio = 29.4.
The title compound, [Al(CH 3 ) 2 (C 25 H 21 N 2 O)(C 4 H 8 O)], was isolated as a minor component from a reaction mixture of the parent indolyl ligand and trimethylaluminum in tetrahydrofuran. The ligands adopt a distorted tetrahedral geometry around aluminium. Obvious hydrogen-bonding interactions are not present.
Related literature
For general background to (indolyl)methanes, see, see: Mason (2003) ; Mason et al. (2003) . For related structures, see: Ziemkowska et al. (2007) ; Haddad et al. (2009) . For patterns in hydrogen bonding, see: Steiner (2002) .
Experimental
Crystal data [Al(CH 3 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1999) T min = 0.969, T max = 0.979 55902 measured reflections 9864 independent reflections 7340 reflections with I > 2(I) R int = 0.039 Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.146 S = 1.04 9864 reflections 335 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.50 e Å À3 Á min = À0.33 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2006) ; software used to prepare material for publication: enCIFer (Allen et al., 2004) . X-Al-X (X = C, O) angles ranging from 99.26 (5)° to 121.34 (8)°. The phenoxy(bisindolyl)methane ligand is coordinated to aluminum through a deprotonated phenol oxygen that is bent well out of the ideal sp 3 to 140.50 (8)°, consistent with significant π-donation to Al(III) from the phenoxide O. In the crystal structure ( Fig. 2) , weak intramolecular N-H···N interactions may stabilize the ligand conformations while weak intermolecular N-H···N interactions may stabilize crystal packing. The distances of these contacts [2.703 (15) Å and 2.734 (14) Å, respectively] are quite long (Steiner, 2002) .
However, they are slightly less then the sum of the relevant Van der Waals radii.
Experimental
The ligand was synthesized by mixing two equivalents of 3-methylindole with one equivalent of salicylaldehyde in EtOH in the presence of an acid catalyst. The product was isolated by vacuum filtration (66.6%; mp 230-240 °C (dec.)); 1 H NMR (300 MHz, DMSO-d6), 2.01 (6H, s), 6.22 (1H, s), 6.76 (1H, dt, J=1.2 H, 8.5 Hz), 6.85 (1H, d, J=5.4 Hz), 6.91-7.03 (4H, m), 7.08 (2H, d, J=7.4 Hz), 7.30 (2H, d, J=7.2 H), 7.4 (2H, d, J=6.9 H), 9.58 (1H, s), 10.31 (2H, s); 13 C NMR (75 MHz, 34.79, 105.93, 111.07, 115.07, 117.57, 18.09, 119.06, 120.26, 127.22, 127.74, 128.85, 129.57, 134.72, 135.36, 154.69. Using standard Schlenk techniques, the free ligand was dissolved in THF and AlMe 3 (2.0 M in heptane, 1 equivalent) was added dropwise via syringe. Upon reaction completion, solvent was removed under high vacuum and the residue was dissolved in a minimum of hot toluene. Upon sitting, a few small, colorless crystals appeared.
Refinement
Hydrogen atoms on carbon were added geometrically and refined using a riding model, whereas hydrogen atoms on nitrogen were located in the difference map and refined semi-freely with the help of a distance restraint. U iso values for hydrogen atoms were assigned to be 1.20 times the U eq value of the atom to which they are attached, except for hydrogen atoms on methyl carbon atoms, which were assigned a U iso of 1.50 times the U eq of the methyl carbon atom to which they are attached. Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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{2-[Bis
(3-methyl-1H-indol-2-yl)methyl]phenolato-κO}dimethyl(tetrahydrofuran-κO)aluminium(III) Crystal data [Al(C 1 H 3 ) 2 (C 25 H 21 N 2 O 1 )(C 4 H 8 O 1 )] F 000 = 1056 M r = 494.59 D x = 1.
Special details
An extinction parameter (EXTI in SHELXL-97) refined to zero and was removed from the refinement.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (5) 0.0247 (6) −0.0013 (5) 0.0086 (5) −0.0032 (4) C5 0.0238 (5) 0.0206 (5) 0.0192 (5) −0.0028 (4) 0.0039 (4) −0.0014 (4) C6 0.0190 (5) 0.0188 (5) 0.0159 (5) −0.0002 (4) 0.0042 (4) −0.0004 (4) C7 0.0194 (5) 0.0185 (5) 0.0149 (4) −0.0009 (4) 0.0021 (4) −0.0007 (4) C8 0.0308 (7) 0.0337 (7) 0.0334 (7) 0.0073 (6) −0.0068 (5) −0.0077 (6) C9 0.0462 (9) 0.0279 (7) 0.0473 (9) −0.0103 (6) 0.0172 (7 supplementary materials sup-10 
